Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.009 Å; disorder in solvent or counterion; R factor = 0.074; wR factor = 0.259; data-toparameter ratio = 15.0.
The title compound, [Co(C 18 
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Experimental
Crystal data [Co(C 18 Table 1 Hydrogen-bond geometry (Å , ). (Aurangzeb et al., 1994 , Hulme et al., 1997 Li et al., 2008; Fei & Fang, 2008; Zhang & Janiak, 2001 ). Here, we report a new Schiff base cobalt complex based on the tetradentate Schiff base ligand 6,6'-dimethoxy-2,2'-(ethane-1,2-diyldiiminodimethylene)diphenol.
The molecular structure of title compound is shown in Fig Experimental 6,6'-dimethoxy-2,2'-(ethane-1,2-diyldiiminodimethylene)diphenol was synthesized according to a modified reported method (Xia, et al., 2007) . A mixture of CoCl 2 .6H 2 O (1 mmol, 237 mg), 6,6'-dimethoxy-2,2'-(ethane-1,2-diyldiiminodimethylene)diphenol (1 mmol, 326.4 mg) and 40 ml methanol was stirred for 30 min at 323 K, before it was filtered to remove the insolvable materials. Crystals suitable for X-ray diffraction analysis were obtained by slow evaparation at room temperature for three weeks with a yield about 40%.
Refinement
All H atoms bonded to the C atoms were placed in geometrically calculated positions with C-H = 0.96 Å for methyl H atoms, C-H = 0.97 Å for methylene H atoms, C-H = 0.93 Å for aromatic H atoms and were refined isotropic with U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (C) of parent atom using a riding model. The H atoms of the disordered H 2 O were located from difference maps, in which the H 2B and H 2C were also disordered with the individual occupancy of 25%, and the O-H bond lengths were constrained to the value of 0.85 (1)Å with U iso (H) = 1.2U eq (O).
supplementary materials sup-2 Figures   Fig. 1 . A view of complex (I), showing 30% probability displacement ellipsoids and the atomnumbering scheme. The solvate water molecule and all the H atoms have been omitted for clarity.
Crystal data [Co(C 18 Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
